Table S2
Karyotype analysis of 112 single spore isolates from V. volvacea strain PY1 using markers SCAR15 and SCAR48. Distribution of SCAR15 PYd15 ("0") and PYd21 ("1") alleles is shown in column B, distribution of SCAR48 PYd15 ("0") and PYd21 ("1") alleles is shown in column C. Totals are summarized under each column. Recombination between alleles is indicated in column D. Corresponding SV marker linkage groups (Wang et al. 2015) in which SCAR markers were located based on the genome sequences are indicated after each SCAR marker name.
Table S3
Karyotype analysis of 132 single spore isolates from V. volvacea strain H1521 using markers SCAR15, SCAR48 and SCAR1270. Distribution of SCAR15 PYd15 ("0") and PYd21 ("1") alleles is shown in column B, distribution of SCAR48 PYd15 ("0") and PYd21 ("1") alleles is shown in column C. Distribution of SCAR15 PYd15 ("0") and PYd21 ("1") alleles is shown in column D. Totals are summarized under each column. Recombination between respective alleles is indicated in columns E, F and G. Corresponding SV marker linkage groups (Wang et al. 2015) in which SCAR markers were located based on the genome sequences are indicated after each SCAR marker name. 
